
1. Register to PRIDE
2. Download submission tool

https://www.ebi.ac.uk/pride/markdownpage/pridesubmissiontool
3. Collect the following information and files:

result files from Proteome Discoverer (excel in many cases) or MaxQuant protein groups. Peptides.txt
gel images
excel sheet with samples written as in the manuscript and how they are related to data files (.raw)
.raw files

4. Methods-part

Project title (30-5000chracters)
Keywords 
Project description (30-5000chracters)
Sample processing protocol (30-5000chracters)
Data processing protocol (30-5000chracters)
Experiment type:  

https://www.ebi.ac.uk/pride/markdownpage/pridesubmissiontool


Use partial submission !!





Results must be specified as search!



click on relations, in this case search results (peptides.txt) of project 19-256

gel image was already recognized

Specify all  .raw files related to search results of project 19-256



Step 5 to 9; Just some information about organism etc


