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Assembly and trafficking of ion
channels

Previous and Current research

Each cell type possesses an exquisitely regulated
set of plasma membrane proteins. It is essential that
these be expressed in their properly folded and
correctly assembled form in appropriate numbers at
the cell surface. This is particularly true for ion
channels since a very small number of channel
proteins can have dramatic effects on the electrical
excitability of a cell. Almost all ion channels are
multimeric protein complexes and the respective
composition of the complex can greatly affect its
functional properties. How is assembly and precise
stoichiometry of ion channels controlled? What
determines the subcellullar localization of ion
channel subunits at different stages of assembly?
We have started to address some of these
questions using the ATP-sensitive potassium
channel as a model system (KATP channels couple
the metabolic state of the cell to membrane
excitability). We found that the primary quality
control mechanism during KATP assembly involved
the exposure of an ER localization signal present in
cytosolic domains of each subunit.
We wish to understand the arginine-based ER
localization signals that we identified in KATP

channels as well as the cellular machinery that
recognizes them. To this end we have embarked on
a random screen of ER trafficking motifs in
mammalian cells. The screen is based on retroviral
gene transfer and flow cytometry. Eventually, we
would like to ask how the cell regulates the number
of channels at the cell surface. How are the relevant
quality control and trafficking processes regulated in
response to environmental change?

Projects for graduate students

• Characterization of proteins that interact with
certain ion channel subunits in mammalian cells,
mapping of interaction domains, regulation of
interaction

• Screening of expression libraries in mammalian
cells to identify proteins that regulate surface
expression of ion channel complexes
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